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<130> 1410 

<150> 60/462,446 
<151> 2003-04-11 

<160> 10 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1563 
<212> DNA 
<213> Zea mays 

<400> 1 

atggccatca tactcgtacg agcagcgtcg ccggggctct ccgccgccga cagcatcagc 60 

caccagggga ctctccagtg ctccaccctg ctcaagacga agaggccggc ggcgcggcgg 120 
tggatgccct gctcgctcct tggcctccac ccgtgggagg ctggccgtcc ctcccccgcc 180 
gtctactcca gcctgcccgt caacccggcg ggagaggccg tcgtctcgtc cgagcagaag 240 
gtctacgacg tcgtgctcaa gcaggccgca ttgctcaaac gccagctgcg cacgccggtc 300 
ctcgacgcca ggccccagga catggacatg ccacgcaacg ggctcaagga agcctacgac 360 
cgctgcggcg agatctgtga ggagtatgcc aagacgtttt acctcggaac tatgttgatg 420 
acagaggagc ggcgccgcgc catatgggcc atctatgtgt ggtgtaggag gacagatgag 480 
cttgtagatg ggccaaacgc caactacatt acaccaacag ctttggaccg gtgggagaag 540 
agacttgagg atctgttcac gggacgtcct tacgacatgc ttgatgccgc tctctctgat 600 
accatctcaa ggttccccat agacattcag ccattcaggg acatgattga agggatgagg 660 
agtgatctta ggaagacaag gtataacaac ttcgacgagc tctacatgta ctgctactat 720 
gttgctggaa ctgtcgggtt aatgagcgta cctgtgatgg gcatcgcaac cgagtctaaa 780 
gcaacaactg aaagcgtata cagtgctgcc ttggctctgg gaattgcgaa ccaactcacg 840 
aacatactcc gggatgttgg agaggatgct agaagaggaa ggatatattt accacaagat 900 
gagcttgcac aggcagggct ctctgatgag gacatcttca aaggggtcgt cacgaaccgg 960 
tggagaaact tcatgaagag gcagatcaag agggccagga tgttttttga ggaggcagag 1020 
agaggggtaa atgagctctc acaggctagc agatggccag tatgggcttc cctgttgttg 1080 
tacaggcaga tcctggatga gatcgaagcc aacgactaca acaacttcac gaagagggcg 1140 
tatgttggta aagggaagaa gttgctagca cttcctgtgg catatggaaa atcgctactg 1200 
ctcccatgtt cattgagaaa tggccagacc tagccaccag agaagctgca atgcaaggtt 1260 
caggttaggc tagatagaaa gttaaatggg gcaacatcag gaggccttga tgaaaaacag 1320 
acaacctggt gaattgttgt tgggatcagg cacagaacag ataagagccg cgcagccaac 1380 
ctagggcatg tttggtttca attagttcta ggactaaact ttagtcctag gactaaactt 14 40 
tagtccctat atgtttggtt ctagggacta aatagattct aaagtcatta aatacattgt 1500 
ccaaagactc aaataccctt agaatatact catgatatta gttatctata aaaaaaaaaa 1560 
aaa 1563 

<210> 2 
<211> 56 
<212> DNA 
<213> Zea mays 



1 



<400> 2 

ggactaaata gattctaaag tcattaaata cattgtccaa agactcaaat accctt 56 

<210> 3 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward primer sequence for phytosene synthase 
<400> 3 

ttaaatacat tgaccaaaga ctcaattttt ttaaattgag tctttggtca atgtatttaa 60 
gcgcgttttc gcgc 74 

<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer sequence for phytosene synthase 



<400> 4 

gttaaatggg gcaacatcag 20 

<210> 5 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer sequence for phytosene synthase 
<400> 5 

cagagtatat tctaaggg 18 



<210> 6 
<211> 1462 
<212> DNA 
<213> Zea mays 

<220> 

<221> misc_feature 
<222> 1409 

<223> n = A,T,C or G 

<221> misc_feature 

<222> 1409 

<223> n = A,T,C or G 



<400> 6 

atggcttctg aggttgtccg ccctagcgac 

tggcggctca gcctctccta cctcacgccc 

atccctacgg cgatctaccg ccatggcggg 



gccgagctac taaaggcaca agccgacata 60 
ctgtcactga ggtgcgccgt ggagcttggc 120 
gctgcctcag ccgctgagct ggtcacggcg 180 



2 



ctgtctctcc 
tcgggcgtgt 
gtgtcctacc 
gtgctcacct 
aagagggacg 
agcatgggga 
gacaacttcg 
tccatgacct 
gccttcccac 
gccgatggag 
caaactgtcg 
ctggctcaat 
gatattatga 
atgatgacca 
aaagcagggt 
gtctatccgt 
tgtgggtgcc 
gcggtattca 
tcgtggatct 
gttggcttgt 
gtatacttgc 
aaaaaaaaaa 



cctccactaa 
tcaccgtcga 
tcctggtgga 
gcacctcgac 
tggtcacgtc 
gcctcgacgc 
gcatcgagat 
actgctgcgg 
acataaaatg 
cgatgataaa 
tgctaaagct 
gccggaaggc 
ttgaccactc 
tgacaaaagg 
tcagcgaata 
gagattgcac 
ttgcgtggct 
tggatggcca 
tctatatttg 
atgtactttg 
ttactactat 
aaaaaaaaaa 



gctgccgttc 
caagcagagc 
cggcatccct 
gcgctacatc 
accgttcgag 
agatttccac 
agctatgcgg 
taacttcggt 
cactgtgctg 
ctatgtcgaa 
tgtgctgcac 
gattccttca 
tgggcctatg 
acggcagaga 
caagatcctg 
ctggactata 
tggcgtgatg 
tggatctgag 
gaagaagctg 
tacctgcttt 
cactaccgna 
aa 



ctccgccgcc 
tcggaggagg 
cacgaggacc 
gaggcgggga 
gagctgcacg 
gacatggcga 
gagttcaggg 
gatgacaagg 
gcccctccca 
ggtgacatgt 
cacctgaccg 
cggaaggatg 
ctggaaactc 
gatgaaaaag 
aaggaatttg 
catatatatt 
atgtcataaa 
cacatgacgt 
taaaataata 
gttattttgt 
aatctatctc 



tgctgcggct 
agcggtaccg 
acatgaacca 
tagggctggc 
gggcgactct 
gcgaggcctt 
acttgttcga 
gtgccagggc 
agatcattgc 
tcagtttcat 
atgaggagtg 
gcgggaaagt 
acctcctgat 
aatggagcga 
gagctcgtgt 
tacatacata 
taaagagggt 
tggatgcttt 
tatcgccatc 
gtaatatcga 
tttgccgagt 



cctcgccgcg 
catcagcccc 
caccgctctg 
ggagtggttc 
gttccacgag 
ggacgcccac 
ggggatccag 
cattgtcaaa 
caccaaaccg 
tccacctgct 
cgtcaagctc 
tataatcggt 
ggacatcggc 
gctcttcacc 
tgccttcgaa 
tatgtatgtg 
gggtgtgctt 
cttaaggctc 
tagtgttggc 
gtaacctaat 
aaaaaaaaaa 



240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1462 



<210> 7 
<211> 56 

<212> DNA 
<213> Zea mays 



<400> 7 

ggactataca tatatattta catacatata tgtatgtgtg tgggtgcctt gcgtgg 56 

<210> 8 
<211> 74 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide sequence for modification of 
saf ener-binding gene 



<400> 8 

acatatatgt atctgtgtgg gtgccttttt ttaaaggcac ccacacagat acatatatgt 60 
gcgcgttttc gcgc 74 



<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Forward primer for saf ener-binding gene 



<400> 9 

ttatgattga ccactctggg cc 22 
<210> 10 



3 



<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer for saf ener-binding gene 
<400> 10 

ccacgagagc cttaagaaag catc 



